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In this work GPI binding to membrane proteins from erythrocytes of insulinoma pa-
tients for whom prolonged hyperinsulinism and hypoglycemia were characteristic, as well
as from normal erythrocytes incubated with supraphysiological concentrations of insulin
were analyzed. In the RBCs from insulinoma patients, covalent GPI binding to red cell
membrane proteins in the spectrin/ankyrin region, band 4.1 and two proteins of molecular
mass of 115 and 110 kD was demonstrated. In erythrocytes incubated with insulin label was
associated with band 4.1 and two proteins of molecular mass of 115 and 110 kD. Extraction
studies showed that the 100-kD proteins are unrelated to band 3 since they were found in Tri-
ton-prepared cytoskeleton. To our knowledge this is the first demonstration of such a modifi-
cation of red cell skeletal proteins, and the first demonstration of post-translation GPI bind-
ing to red cell skeletal proteins in response to insulin. A mechanism proposed for GPI bind-
ing to red cell skeletal proteins as well as the relevance of these results for physiological dis-
orders that are characterized by hyperinsulinism are briefly discussed.
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INTRODUCTION

Glycosylphosphatidylinositol (GPI) is a complex glycolipid that is covalently at-
tached to surface proteins of many eukaryotic cells: GPI provides an alternative anchoring
mechanism to a hydrophobic polypeptide transmembrane domain, enabling stable associ-
ation of protein with the lipid bilayer.-2 In addition to GPI-anchors, free GPI units are also
expressed in eukaryotic cell membranes.3 The majority of these free GPIs are found at the
outer surface in a variety of cell types thus far studied.# Insulin stimulates hydrolysis of
both GPI-anchors>~7 and free GPIs.# Phosphoinositolglycans and diacylglycerol derived
from free GPIs through the action of insulin-activated phospholipase C were proposed as
second messengers of insulin.8

Human erythrocytes (RBC) contain highly specific insulin receptors that have struc-
tural and functional characteristics similar to those of target tissues for the action of the hor-
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mone.? Free GPI-lipids from erythrocyte membranes are, as opposed to other cell types,
largely cytoplasmatically oriented and insensitive to insulin-induced hydrolysis.* We
found that exposure of RBC to supraphysiological concentrations of insulin, both in vivo
and in vitro, caused covalent glycoinositolphospholipid (GPI) binding to C termini of both
hemoglobin (Hb) B-chains which resulted in the formation of a novel, hitherto unrecog-
nized minor Hb fraction (GPI-Hb) (ca. 4 % of total Hb).10

By applying the same approach and methods our studies were extended in this work
to insulin-induced binding of GPI to red cell membrane proteins. Both, red cell membrane
proteins from (six) patients with diagnosed insulinoma, for whom chronic hyperinsulinism
and hypoglycemia were characteristic,! and from normal erythrocytes incubated with
supraphysiological concentrations of insulin were analyzed. In the RBCs from insulinoma
patients, covalent GPI binding to red cell membrane proteins in the spectrin/ankyrin re-
gion, band 4.1 and two proteins of molecular mass of 115 and 110 kD was demonstrated.
In erythrocytes incubated with insulin, the label was associated with band 4.1 and two pro-
teins of molecular mass of 115 and 110 kD. To our knowledge this is the first demonstra-
tion of such a modification of red cell skeletal proteins, as well as the first demonstration of
post-translational GPI binding to red cell skeletal proteins in response to insulin.

RBC membrane proteins were resolved by SDS-PAGE!! and GPI-modified proteins
were identified by overlaying the Coomassie Blue-stained gel on immunoblots obtained
by using anti CRD antibodies from polyclonal rabbit antisera raised against soluble form of
a variant surface glycoproteins (sVSG).12 The treatment of GPIs with Pl-specific pho-
spholipase C (PI-PLC) exposes a carbohydrate epitope known as the cross-reacting deter-
minant (CRD). Anti CRD antibody reacts to a large extent with inositol 1,2-cyclic phos-
phate epitope (produced by PI-PLC cleavage), and (to a lesser extent) with other GPI
epitopes including non-acetylated glucosamine.!3 Thus, detection of the CRD epitope al-
lows the unambiguous assignment of the presence of a GPI anchor on a particular pro-
tein.12:13 Indeed, immunoblotting of a PI-PLC-treated membrane form of VSG (mfVSG)
and untreated sVSG gave intensive reaction with anti CRD antibody (results not shown).
This is expected for the quantitative binding of anti-CRD antibodies, which requires the
presence of all structural elements of the GPI structure. Fig. 1 shows that for GPI-labeled
RBC membrane proteins low, but diagnostically significant reaction with the antibody,
which did not increase in the PI-PLC treated samples (results not shown) was obtained.
This points to the esterification of inositol with palmitic acid, which was shown to make
the GPI-anchor resistant towards PI-PLC.14

Immunoblots of membrane proteins from control RBC samples show the presence of
bands in the 70 kD region, which may be affiliated to the well-known endogenous red cell
GPI proteins such as acetylcholinesterase monomer, (Mw 68 kD) and decay accelerating
factor (DAF, Mw 70 kD)!6:17 (Fig. 1. line C). For RBCs from insulinoma patients the of
GPI binding to red cell membrane proteins in the spectrin/ankyrin region band 4.1 and two
proteins of molecular mass of 115 and 110 kD was characteristic (Fig. 1. line P). GPI bind-
ing in the spectrin/ankyrin region is due to spectrin band 2 and spectrin 1 band or ankyrin



GPI BINDING TO MEMBRANE PROTEINS 821
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Fig. 1. Cross-reactivity of red cell mem-
brane proteins with anti CRD antibody.
Membranes isolated!? from the erythro-
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linoma, for whom chronic hyperinsu-
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branes from insulinoma patients (line P) and membranes from cells treated with insulin before (line I) and af-
ter extraction with 1 % Triton X-100 as described in Civenni et al.'® (line T) were shown.
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which, in this gel system, migrates with or, sometimes, above the spectrin 1 band.!8 In red
cell membrane from erytrocytes of normal healthy volunteers incubated with insulin label
binding was associated with band 4.1 and two proteins of molecular mass of 115 and 110
kD (Fig. 1, line 1).

To further characterize the GPI-labeled proteins in insulin-treated red cells, the ghosts
were extracted with cold Triton X-100.!° Extraction with Triton X-100 at 4 °C solubilizes
band 3 and the bulk of the glycophorins whereas most skeletal proteins29 and GPI-ancho-
red proteins, which, similarly to other cell types are clustered in lipid rafts,!9 resist extrac-
tion by Triton X-100. Figure 1 (line T) shows that both endogenous GPI-anchored proteins
and all insulin-induced GPI-labeled RBC membrane proteins were present in the Triton
X-100 pellet. The amount of protein staining in the 100 kD area after Triton X-100 extrac-
tion is minimal, '8 which demonstrates that the GPI-labeled 100 kD proteins are clearly un-
related to band 3. Although the 100 kD proteins are minor proteins in terms of amount,
they are probably the most highly GPI-labeled species in red cell membranes following
their exposure to insulin, as the label incorporated into them was about equivalent to that
incorporated into the much more abundant band 4.1 (Fig. 1, lines [, P and T).

The pattern of insulin-induced GPI-labeling seen here, i.e., GPI-labeling of characteris-
tic red cell skeletal proteins, is similar to the pattern of protein kinase C-induced phospho-
rylation of red cell skeletal proteins. 821 The major substrates for kinase in these studies were
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also two ill-defined skeletal proteins of 100 kD.!821 It would be of considerable interest to
identify and determine the function of these two proteins present in the erythrocyte skeleton.

It is well documented that addition of GPI anchors to proteins which occurs soon after
completion of polypeptide synthesis and translocation involve transamidase-catalyzed re-
action mechanism.?2 GPI-transamidase represents a novel multi-subunit enzyme that re-
moves the carboxy-terminal signal sequence and attaches a GPI molecule to the newly ex-
posed carboxy terminal amino acid.2324 Our recent studies show that formation of
GPI-HD is associated with insulin-induced transpeptidase-like activity in the RBC mem-
brane (unpublished observation). The membrane skeletal proteins, which underlie the lipid
bilayer and are associated to it by protein-protein and protein-lipid interactions,?>-26 come
in close contact with free GPI-lipids from the erythrocyte membrane which are largely
cytoplasmatically oriented.# This permits the ethanolamine from GPI to come in close
contact with the C-terminal part of the polypeptide chains of skeletal proteins, which were
found to be GPI-modified. Insulin-activated transamidase in RBC membrane then catalyze
slowly the transpeptidation, i.e., the replacement of the carboxy-termal amino acid(s) resi-
dues of the polypeptide chains with GPI as an exogenous nucleophile.

The results described in the present work may have relevance to studies of physiologi-
cal disorders that are characterized by hyperinsulinism.27-2% GPI-anchoring of RBC skele-
tal poteins to the lipid bilayer will cause increased association of the red cell skeletal net-
work with plasma membrane, which is expected to have a profound effect on RBC
deformability and stability.30 This may, at least partly, explain the decrease of both RBC
membrane fluidity and deformability, which were found previously to be characteristic for
hyperinsulinism.27-2% A GPI adduct of Hb3! and GPI-labeled skeletal proteins (data not
shown) could be detected even 30 days after pancreotomy. The detection and monitoring
of chronic hyperinsulinism could be improved and/or facilitated by a means of identifying
the existence (and consequently levels) of the GPI adducts of red cell proteins.

GPI addition to RBC proteins in response to insulin may be relevant to other cell types
as well. In a previous in vitro study of Lisanti> it was noted that insulin-induced release of
GPI-anchored proteins from cell membrane was followed by their recovery upon pro-
longed insulin exposure.’ The present results may be relevant to both the GPIs turnover in
insulin action,3 and the role suggested insulin plays in the regulation of GPIs in cell mem-
brane.> Human erythrocytes, which represent an extremely useful and easily accessible
cellular model for the study of a variety of proteins, seem to be well suited for studying the
insulin-induced GPI-addition to proteins.
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n3BOJN

BE3VBAE I'NTMKO3MIIPOCOPATUIUITMHO3NUTOIJIA (GPI-a) 3A MEMBPAHCKE
IMPOTEMHE EPUTPOLIMTA 1101 JEJCTBOM MHCYIIMHA

HEHAJI TOMAIIEBUR, MMITAH HUKOJIMh u BECHA HUKETUR*
Xemujcxu pakyaitieii, Yrusepsuitieii y beozpaoy, Citiyoeniticku tupz 12-16, i. up. 158, 11001 Beozpao

'Y oBOM pajiy UCIIMTHBAHO je Be3uBarbhe GPI-a 32 MeMOpaHCKe POTENHE epUTPOLTA NalyjeHaTa
000MIeIX Off MHCYJIMHOMA, 32 KOje Cy KapaKTEPHUCTIYHH {YTOTPAjHI XUTIEPUHCYIMHA3AM 1 XUTIOTIIN-
KeMHMja, Ka0 M Y HOPMAITHUM EPUTPOLUTIMA MHKYOMPAHUM ca CYNpapu3HOIOINIKUM KOHIIEHTPA-
mjama mHeyarHa. HabeHo je ma y epurponyTiMa nangjeHara gosasu 10 KOBaJIEHTHOT Be3HBamba
GPI-a 3a MeMOpaHcKe IPOTENHE EPUTPOLUTA U TO y OONIACTH CIEKTPUHA M aHKUPUHA, 32 Tpaky 4.1. u
71Ba npoTtenHa MosteKysckux Maca 1151 110kD. Y epurponmtimMa HHKYOHpaHuM ca nHCyimHOM GPI ce
Besyje 3a Tpaky 4.1. 1 iBa npoTenHa MosteKysckux Maca 115 n 110 kD. Y TBpbeno je na nporenHn mace
100 kD we moTmdy of Tpake 3, jep Cy JIETEeKTOBAHH y IUTOCKEJETHO] (hpaKIHji 3a0CTaJIOj TOCTe
eKCTpaKIje MeMOpaHCKUX NpoTenHa pacTBopoM Triton-a. Y 0OBOM pajy je NpBH IyTa JIeTeKTOBaHa
MoprKanyja TUTOCKETIETHIX IPOTENHa epuTporuTa BesuBambeM GPI-a, Kao 1 HOCT-TPaHCIAIOHO
BesuBawbe GPl-a 3a IUTOCKEJIETHE NMPOTEMHE €PUTPOLUTA TOJ| YTHUIAjeM MHCYIHMHA. YKpaTKO je
JAUCKYTOBaH MexaHu3aM Be3uBama GPl-a 3a mpoTenHe IMTOCKeJeTa €pUTPOLUTA, KAao M 3HA4aj
IOOMjeHUX pe3y/Tara 3a pasyMeBambe (PU3MONIONIKKX IopeMehaja y XUIepuHCYIIMHA3MY.

(ITpmvbero 10. jyma 2002)
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